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Introducing GeneSuite™ - a comprehensive array
of automated DNA sample processing tools.

We are proud to introduce an en-
tire family of fully automated DNA
processing solutions offered by
GeneMachines of San Carlos, Cali-
fornia.

OmniGrid™ and OmniGrid
Accent™ Microarrayers

The OmniGrid microarrayer is a high
performance, multi-axis robot ca-
pable of arraying biological samples
from standard 96- and 384-well
source plates onto a variety of sub-
strates.
The system comes with an environ-
ment-controlled enclosure with HEPA
filter for dust-free printing. GeneMa-
chines also offers accessories such as
HybChamber™ - dual-slide chambers
for hybridization protocols.
OmniGrid Version 2.0 software gives
users the flexibility to customize pin
configurations, wash protocols, and
printing patterns for each run. The
sample tracking feature allows easy
integration with most scanners and
analysis software.

Paul Bucher, Analytik und Biotechnologie, Basel Switzerland
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Building on the worldwide success
of the OmniGrid™ microarrayer, the
NEW OmniGrid Accent offers a
high-performance benchtop solu-
tion for printing quality arrays. The
Accent arrays biological samples
from 3 plates onto a 50-slide plat-
form and supports a print head with
up to 48 pins. The whisper quiet op-
eration and superior printing preci-
sion of this high-speed arrayer is the
result of state-of-the-art engineering.
The transparent enclosure with posi-
tive-pressure HEPA filtering provides
a dust-free printing environment.

The Accent utilizes the same user-
friendly software interface as the
popular OmniGrid, giving users
maximum flexibility over the printing
process. The software package of-
fers extensive control over array de-
sign, pin configuration, cleaning pro-
tocols and sample sequences. The
sample-tracking feature seamlessly
integrates Accent’s array data with
leading scanner and analysis soft-
ware.
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OmniGrid Accent™

A new breakthrough high performance benchtop microarrayer

� GeneMachines
GeneSuite, a comprehensive array
of automated DNA sample process-
ing tools

• OmniGrid™ and OmniGrid
Accent™ high performance
microarrayers

• HydroShear™ for generating
random DNA fragments

• HiGro™, high capacity bacterial
and phage growth system

• Mantis™, high speed, high
throughput picker of plaques
and colonies

• RevPrep™ Machine isolates
plasmid DNA in 30 minutes

• PolyPlex™, fast, cost-effective
96-channel Oligo synthesizer

• HybChamber™, dual slide
hybridization chambers

� MWG-Biotech AG
collaboration terminated

� Seminar / Roadshow on
Fluorescence Detection of Cellular
and Functional Assays:
Basel, Zürich, Geneva

� Fluorescence Imaging Workshop
Geneva

� Hamilton
New Representation

� BioDiscovery GeneSight 2.2 for
microarray gene expression data
analysis
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GeneSuite™

a complete line of DNA sample processing tools.

The GeneSuite consists of fully
automated solutions that elimi-
nate tedious repetition. The re-
sult? Lower sample costs and
increased throughput, preci-
sion, and repeatability, so you
can do more with less work.

Each part of the suite employs
novel technology arising from
close collaborations with re-
searchers from labs and univer-
sities around the world - many
involved in the Human Genome
Project. Time after time, Gene-
Machines has been able to de-
liver innovative solutions.

HydroShear™

The Best way to fragment DNA for
library construction

The HydroShear offers the simplest,
most reproducible, and controllable
method for generating random DNA
fragments. The software-driven,
stand-alone device uses hydrody-
namic forces to shear DNA.

HydroShear can generate fragments
as small as 1 kb, 90% of which fall
within a two-fold size range. Sheared
fragments can be ligated without
end-repair.

HiGro™

A high-capacity bacterial and
phage growth system

The HiGro combines orbital shaking,
oxygenation, and incubation in a
high-capacity format for bacteria and
phage growth. It is designed for easy
integration with the GeneMachines
Mantis™ colony/plaque picker and
the RevPrep™ automated sample
prep machine.

The uniquely engineered HiGro
holds numerous advantages over
traditional floor shakers. Plate-hold-
ing cassettes allow for high plate ca-
pacity and sample number in a com-
pact format.

Furthermore, the combination of
shaking, oxygenation and incubation
provides for an extremely efficient
growth system.

Mantis™

High speed, high-throughput
picker of plaques and colonies

Mantis is designed to pick individual
plaques and colonies quickly and
accurately. With an input and out-
put capacity of 72 plates each, the
Mantis can run fully unattended for
up to 14 hours, picking more than
27,000 colonies.

GeneMachines imaging software,
with graphical user interface (GUI),
offers the flexibility to specifiy the
size, roundness and proximity of
colonies/plaques to be picked and
their output placement. Software
monitoring also includes colony sta-
tistical feedback for each plate.
The software’s Library Mode allows
multiple libraries to be picked with
just one set-up. The Mantis enables
researchers to pick plaques and
colonies with ease, while saving time
and money.
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Revolution Prep™ Machine
A fully-automated high-throughput
solution for sample preparation

Unlike other systems that require
expensive filter steps or time-con-
suming manual transfers to a centri-
fuge, the RevPrep Machine isolates
plasmid DNA in 30 minutes, with-
out user intervention at a fraction of
cost per sample of other automated
systems. The RevPrep Machine con-
sistently isolates 5-10µg of plasmid
DNA from 300 µl E.coli culture grown
in the Gene-Machines HiGro™ oxy-
genated incubated shaker.

The RevPrep Machine includes two
96-channel Array Centrifuges, a 96-
channel pipettor, an 8-reagent bulk
dispenser, a wash station, a Server
Arm autoloader, 4 storage cassettes
for plates, control software and a
computer. The Array™ Centrifuge,
utilizing SUTECH™ technology,
originated at the Stanford Genome
Technology Center.

HybChamber™

Dual-Slide capacity chambers for
hybridization protocols

Designed specifically for post pro-
cessing of microarrays, the Gene-
Machines HybChambers are easier
to use than any other hybridization
chambers on the market. Biochips
printed on a microarrayer such as the
GeneMachines OmniGrid™ are
placed in these cost-effective cham-
bers for hybridization protocols.

Hamilton
New Representation

PolyPlex™

High-throughput generation of
low-cost oligos in a 96-well format

The PolyPlex is a fast, cost-effec-
tive 96-channel oligonucleotide
synthesizer capable of generating
a full plate of 20-mers in less than 3
hours. With low reagent consump-
tion, the cost of an oligo is reduced
to less than $0.10 per base.

The PolyPlex features several novel
technologies that make it the price-
performance leader. Synthesis is car-
ried out in a 96-well format, greatly
simplifying downstream sample
handling.

Parallel dispensing of reagents re-
duces both synthesis time and re-
agent consumption, while also elimi-
nating the flushing of reagent lines.
The high-throughput synthesis cham-
ber provides a unique, inert-gas en-
vironment. Synthesis progress can be
monitored using full-plate trityl col-
lection after any base addition.

Collaboration with
MWG-Biotech AG
terminated

We have discontinued our collabo-
ration with MWG Biotech. MWG will
offer its entire product range in Swit-
zerland from its headquarters.

As of 1st September 2001, Paul
Bucher Comp. will become the ex-
clusive distributor in Switzerland for
the Hamilton robotic systems.

The addition of liquid handling and
plate handling robotics to our exist-
ing product lines will allow us to pro-
vide you with a complete solution for
your automation projects.
Our experience in pharma and
biotech applications combined with
robots, automation and engineering
background of Hamilton will allow us
to offer you a complete service at
your doorstep.

More details on the products
Microlab STAR, Microlab SWAP and
the Microlab 4000 will be featured
in the next issue of our Bucher
BioTec Update.

Seminar / Roadshow
on Fluorescence
Detection of Cellular
and Functional Assays

We are happy to invite you to this
presentation of Molecular Devices’
range of technology platforms based
upon performance fluorescence de-
dicated to an integrated solution to
functional analysis at both the cellu-
lar and molecular level.
These seminars in Basel (28. August),
Zürich (29. August) and Geneva (30.
August) are designed to elucidate the
technologies now supported by MDC
to help the researcher to understand
molecular mechanisms in signal trans-
duction and disease.

Fluorescence Imaging
Workshop Geneva

In collaboration with Carl Zeiss AG
we are conducting a workshop on
recent developments in Fluores-
cence Imaging.
Please request further information
on this event which will take place
on October 4th 2001 at the CMU in
Geneva, using the reply card or via
email workshop@bucher.ch.

Microlab STAR
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The most important part of expres-
sion microarray research is the in-
terpretation of the massive amounts
of raw data your experiments gen-
erate. GeneSight 2.2 helps you or-
ganize, prepare and evaluate your
data more quickly and easily than
ever before, using graphical tools
you can learn to use in minutes and
many powerful, innovative features
which allow you to identify and com-
pare differentially expressed genes
with high statistical confidence.

• Graphical DataSet Builder con-
structs complex datasets from any
number of source files, with no text
commands – builds data structures
easily, facilitates modifications or
addition of more experiments at
any time, and prevents errors.

• Graphical Data Preparation
module with drag-and-drop com-
puter-assisted Formula Builder
facilitates selection of virtually any
data normalization and transfor-
mation scheme – offers thousands
of optional permutations applied
in any order, permits instant on-
the-fly scheme modifications dur-
ing data review, and immediately
shows effects of scheme changes
in built-in data tables.

• Statistical Confidence Ana-
lyzer automatically evaluates con-
fidence levels of individual gene

New GeneSight 2.2
The Best way to Look at your Microarray Gene Expression Data

responses based on replicated
data, easy-to-use tool quickly
identifies true differential expres-
sion based on experimental vari-
ance, allows on-demand visualiza-
tion of confidence using any vi-
sualization method, and provides
statistical justification for gene
subselections.

• Direct dataset Query Builder
allows text-based queries for gene
identification, grouping, and com-
parison – permits fast sorting of
results based on any data char-
acteristics, determines intersec-
tions or unions of any number of

gene subsets, and allows use of
calculated fields for more sophis-
ticated analyses.

• Time or Sequential Series
Analysis Tool offers dynamic vi-
sual and statistical evaluation of
results series – quickly determines
genes matching any response
"template" via statistical metrics,
visualizes relationships among
gene subsets, and offers direct
access to raw spot images.

• Complete set of clustering and
visualization tools finds genes
with similar responses easily, us-
ing any group or sub-set – per-
mits fast drill-down zooming, pro-
vides instant access to partition-
ing, and saves/prints any data vi-
sualization on demand.

• Significance Analyzer provides
parametric and non-parametric
statistical tests to determine the
difference of each measured
gene, across multiple groups. The
tool allows to rank the genes and
to select the ones with the great-
est significance.

Please ask for a demonstration of
GeneSight 2.2 at your lab!

Self-organizing map clustering

Time-series tool for gene relationship analysis


